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Fig . 1 (cont . ) 



CTGACTTTTGAGCAGGACATAGAGCGTGGCAATACAGATGGTCTGGGGGA 17 0 0 

CTGTCACAATTCCTTTGTGGCACTGAATGGGCATTCCAGTTCCCTCTTGC 17 5 0 

CCAGCACAACCACATCAGATTCGACGGCTCAAGAGGGGTATGAGTCTAGG 18 0 0 

GGAGGAATGCTGGACTGGAAGCATCTGCTTGACTCACCTGACAGCACAGA 18 5 0 

CCCTTTGGGGGCAGTGTCTTCCCATAATCACCAAGACAAGAAGGGAGTGA 19 0 0 

TTCGGGAAAGTTACCTCAAAGGCCACGACCAGCTGGTTCCCGTCACCCTC 19 5 0 

TTGGCCATTGCAGTCATCCTGGCTTTCGTCATGGGGGCCGTCTTCTCGGG 2 0 0 0 

CATCACCGTCTACTGCGTCTGTGATCATCGGCGCAAAGACGTGGCTGTGG 2 0 5 0 

TGCAGCGCAAGGAGAAGGAGCTCACCCACTCGCGCCGGGGCTCCATGAGC 210 0 

AGCGTCACCAAGCTCAGCGGCCTCTTTGGGGACACTCAATCCAAAGACCC 215 0 

AAAGCCGGAGGCCATCCTCACGGCACTCATGCACAACGGCAAGCTCGCCA 2 2 0 0 

CTCCCGGCAACACGGCCAAGATGCTCATTAAAGCAGACCAGCAGCACCTG 2 2 5 0 

GACCTGACGGCCCTCCCCACCCCAGAGTCAACCCCAACGCTGCAGCAGAA 2 3 0 0 

GCGGAAGCCCAGCCGCGGCAGCCGCGAGTGGGAGAGGAACCAGAACCTCA 2 3 5 0 

TCAATGCCTGCACAAAGGACATGCCCCCCATGGGCTCCCCTGTGATTCCC 24 0 0 

ACGGACCTGCCCCTGCGGGCCTCCCCCAGCCACATCCCCAGCGTGGTGGT 24 5 0 

CCTGCCCATCACGCAGCAGGGCTACCAGCATGAGTACGTGGACCAGCCCA 2 5 0 0 

AAATGAGCGAGGTGGCCCAGATGGCGCTGGAGGACCAGGCCGCCACACTG 2 5 5 0 

GAGTATAAGACCATCAAGGAACATCTCAGCAGCAAGAGTCCCAACCATGG 2 6 0 0 

GGTGAAGCTTGTGGAGAACCTGGACAGCCTGCCCCCCAAAGTTCCACAGC 2 6 5 0 

GGGAGGCCTCCCTGGGTCCCCCGGGAGGCTCCCTGTCTCAGACCGGTCTA 2 7 0 0 

AGCAAGCGGCTGGAAATGCACCACTCCTCTTCCTACGGGGTTGACTATAA 2 7 5 0 

GAGGAGCTACCCCACGAACTCGCTCACGAGAAGCCACCAGGCCACCACTC 2 8 0 0 

TCAAAAGAAACAACACTAACTCCTCCAATTCCTCTCACCTCTCCAGAAAC 2 8 5 0 

CAGAGCTTTGGCAGGGGAGACAACCCGCCGCCCGCCCCGCAGAGGGTGGA 2 90 0 

CTCCATCCAGGTGCACAGCTCCCAGCCATCTGGCCAGGCCGTGACTGTCT 2 95 0 

CGAGGCAGCCCAGCCTCAACGCCTACAACTCACTGACAAGGTCGGGGCTG 3 0 0 0 

AAGCGTACGCCCTCGCTAAAGCCGGACGTACCCCCCAAACCATCCTTTGC 3 0 5 0 

TCCCCTTTCCACATCCATGAAGCCCAATGATGCGTGTACATAA- 3 " 3 0 93 
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Fig. 2 

ggcacgaggctgcagccaactccgctccccgcgcactcggctgcccaggcgctcgga 
acccagcagcggcgctcctccgcggtgccggtcgcccgcgatgcccgcttagcagcgtgt 
agcagcggccagcatcaccacacccgcggcaccgcgctgccggccgcagagccgggccag 
agccttgcccccctcccccagcccccaccccgccccccgccctgaaatgacttgttaatc 
ggcgcagacaccaccaaggggactcaccgaagtggaatccaagtggaatttggatttgga 
gaagagtttcttgaacatttaccctcttccttgttggttttctttttctttttcttcttt 
ttttttttggcttcttttttcctctccccttctccgctcgtcattggagatgaacacatc 
gcgtttgcatcccagaaagtagtcgccgcgactatttcccccaaagagacaagcacacat 
gtaggaatgacaaaggcttgcgaaggagagagccgcagccgcggcccggagagatcccct 
cgataatggattactaaatgggatacacgctgtaccagttcgctccgagccccggccgcc 
tgtccgtcgatgcaccgaaaagggtgaagtagagaaataaagtctccccgctgaactact 

ATGAGGTCAGAAGCCTTGCTGCTATATTTCACACTGCTACACTTTGCTGGGGCTGGTTTC 717 

MRSEALL LY FTLLHFAGAGF 
CCAGAAGATTCTGAGCCAATCAGTATTTCGCATGGCAACTATACAAAACAGTATCCGGTG 77 7 

PEDSEPI S I SHGNYTKQYPV 
TTTGTGGGCCACAAGCCAGGACGGAACACCACACAGAGGCACAGGCTGGACATCCAGATG 8 3 7 

FVGHKPGRNTTQRHRLDIQM 
ATTATGATCATGAACGGAACCCTCTACATTGCTGCTAGGGACCATATTTATACTGTTGAT 8 97 

IMIMNGTLYIAARDHIYTVD 
ATAGACACATCACACACGGAAGAAATTTATTGTAGCAAAAAACTGACATGGAAATCTAGA 95 7 

IDTSHTE E IYCSKKLTWKSR 
CAGGCCGATGTAGACACATGCAGAATGAAGGGAAAACATAAGGATGAGTGCCACAACTTT 1017 

QADVDTC RMKGKHKDECHNF 
ATTAAAGTTCTTCTAAAGAAAAACGATGATGCATTGTTTGTCTGTGGAACTAATGCCTTC 10 7 7 

I KVLLKKNDDALFVCGTNAF 
AACCCTTCCTGCAGAAACTATAAGATGGATACATTGGAACCATTCGGGGATGAATTCAGC 113 7 

NPSCRNY KMDTLEPFGDEF S 
GGAATGGCCAGATGCCCATATGATGCCAAACATGCCAACGTTGCACTGTTTGCAGATGGA 119 7 

GMARC PYDAKHANVALFADG 
AAACTATACTCAGCCACAGTGACTGACTTCCTTGCCATTGACGCAGTCATTTACCGGAGT 123 7 

KLYSATVTDFLAI DAVIYRS 
CTTGGAGAAAGCCCTACCCTGCGGACCGTCAAGCACGATTCAAAATGGTTGAAAGAACCA 12 97 

LGESPTLRTVKHDSKWLKEP 
TACTTTGTTCAAGCCGTGGATTACGGAGATTATATCTACTTCTTCTTCAGGGAAATAGCA 13 57 

YFVQAVDYGDYIYFFFREIA 
GTGGAGTATAACACCATGGGAAAGGTAGTTTTCCCAAGAGTGGCTCAGGTTTGTAAGAAT 1417 

VEYNTMG KVVFPRVAQVCKN 
GATATGGGAGGATCTCAAAGAGTCCTGGAGAAACAGTGGACGTCGTTCCTGAAGGCGCGC 14 7 7 

DMGGSQRVLjE kqwtsflkar 
TTGAACTGCTCAGTTCCTGGAGACTCTCATTTTTATTTCAACATTCTCCAGGCAGTTACA 153 7 

LNCSVPGDSHFYFNILQAVT 
GATGTGATTCGTATCAACGGGCGTGATGTTGTCCTGGCAACGTTTTCTACACCTTATAAC 1597 

DVIR1NGRDVVLATFSTPYN 
AGCATCCCTGGGTCTGCAGTCTGTGCCTATGACATGCTTGACATTGCCAGTGTTTTTACT 1657 
SI PGSAVCAYDMLDIASVFT 
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Fig . 2 (cont . ) 

GGGAGATTCAAGGAACAGAAGTCTCCTGATTCCACCTGGACACCAGTTCCTGATGAACGA 1717 

GRFKEQ KS PDSTWTPVPDER 
GTTCCTAAGCCCAGGCCAGGTTGCTGTGCTGGCTCATCCTCCTTAGAAAGATATGCAACC 17 7 7 

VPKPRPGCCAGS SSLERYAT 
TCCAATGAGTTCCCTGATGATACCCTGAACTTCATCAAGACGCACCCGCTCATGGATGAG 18 3 7 

SNE F PDDTLNFI KTHPLMDE 
GCAGTGCCCTCCATCTTCAACAGGCCATGGTTCCTGAGAACAATGGTCAGATACCGCCTT 18 97 

AVPS IFNRPWFLRTMVRYRLi 
ACCAAAATTGCAGTGGACACAGCTGCTGGGCCATATCAGAATCACACTGTGGTTTTTCTG 19 5 7 

T KI AVDTAAGPYQNHTVVF L. 
GGATCAGAGAAGGGAATCATCTTGAAGTTTTTGGCCAGAATAGGAAATAGTGGTTTTCTA 2 017 

GSEKGI ILKFLARIGNSGFL 
AATGACAGCCTTTTCCTGGAGGAGATGAGTGTTTACAACTCTGAAAAATGCAGCTATGAT 2 0 7 7 

NDSLFLEEMSVYNSEKCSYD 
GGAGTCGAAGACAAAAGGATCATGGGCATGCAGCTGGACAGAGCAAGCAGCTCTCTGTAT 213 7 

GVED KR I MGMQLDRAS S S LY 
GTTGCGTTCTCTACCTGTGTGATAAAGGTTCCCCTTGGCCGGTGTGAACGACATGGGAAG 2197 

VAFSTCVI KVPLGRCERHGK 
TGTAAAAAAACCTGTATTGCCTCCAGAGACCCATATTGTGGATGGATAAAGGAAGGTGGT 22 5 7 

CKKTCIASRDPYCGWI KEGG 
GCCTGCAGCCATTTATCACCCAACAGCAGACTGACTTTTGAGCAGGACATAGAGCGTGGC 2317 

ACSHLSPNSRLTFEQDIERG 
AATACAGATGGTCTGGGGGACTGTCACAATTCCTTTGTGGCACTGAATGGGCATTCCAGT 2 3 7 7 

NTDGLGDCHNSFVALNGHS S 
TCCCTCTTGCCCAGCACAACCACATCAGATTCGACGGCTCAAGAGGGGTATGAGTCTAGG 24 3 7 

SLLPSTTTSDSTAQEGYESR 
GGAGGAATGCTGGACTGGAAGCATCTGCTTGACTCACCTGACAGCACAGACCCTTTGGGG 24 97 

GGMLDWKHLLDS PDSTDPLG 
GC AGTGT CTTC C CATAATCAC CAAGACAAGAAGGGAGTGATTCGGGAAAGTT AC CTCAAA 2 5 5 7 

AVS SHNHQDKKGVIRESYLK 
GGCCACGACCAGCTGGTTCCCGTCACCCTCTTGGCCATTGCAGTCATCCTGGCTTTCGTC 2 617 

GHDQLVPVTLLAIAVI LAFV 
ATGGGGGCCGTCTTCTCGGGCATCACCGTCTACTGCGTCTGTGATCATCGGCGCAAAGAC 2 67 7 

MGAVFSGITVYCVCDHRRKD 
GTGGCTGTGGTGCAGCGCAAGGAGAAGGAGCTCACCCACTCGCGCCGGGGCTCCATGAGC 2 73 7 

VAVVQRKEKELTHSRRGSMS 
AGCGTCACCAAGCTCAGCGGCCTCTTTGGGGACACTCAATCCAAAGACCCAAAGCCGGAG 27 97 

SVTKLSGLFGDTQSKDPKPE 
GCCATCCTCACGCCACTCATGCACAACGGCAAGCTCGCCACTCCCGGCAACACGGCCAAG 2 85 7 

AILTPLMHNGKLATPGNTAK 
ATG CT C AT TAAAG C AGAC C AGCAC C AC CTGGAC CTGACGG C C CT C C C C AC C C C AGAGT C A 2 917 

MLI KADQHHLDLTALPTPE S 
ACCCCAACGCTGCAGCAGAAGCGGAAGCCCAGCCGCGGCAGCCGCGAGTGGGAGAGGAAC 2 977 
TPTLQQKRKPSRGSREWERN 

CAGAACCTCATCAATGCCTGCACAAAGGACATGCCCCCCATGGGCTCCCCTGTGATTCCC 3 0 3 7 
QNL INACTKDMPPMGS PVI P 
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Fig. 2 (cont . ) 

ACGGACCTGCCCCTGCGGGCCTCCCCCAGCCACATCCCCAGCGTGGTGGTCCTGCCCATC 3 0 97 

TDLPLRASPSHIPSVVVLPI 

ACGCAGCAGGGCTACCAGCATGAGTACGTGGACCAGCCCAAAATGAGCGAGGTGGCCCAG 315 7 

TQQGYQHEYVDQPKMS EVAQ 

ATGGCGCTGGAGGACCAGGCCGCCACACTGGAGTATAAGACCATCAAGGAACATCTCAGC 3 217 

MALEDQAATLEYKTIKEHLS 

AGCAAGAGTCCCAACCATGGGGTGAACCTTGTGGAGAACCTGGACAGCCTGCCCCCCAAA 3 2 7 7 

SKS PNHGVNLVENLDS LPPK 

GTTCCACAGCGGGAGGCCTCCCTGGGTCCCCCGGGAGCCTCCCTGTCTCAGACCGGTCTA 3 3 3 7 

VPQREASLG P PGASLSQTGL 

AGCAAGCGGCTGGAAATGCACCACTCCTCTTCCTACGGGGTTGACTATAAGAGGAGCTAC 3 3 97 

SKRLEMHHS S SYGVDYKRSY 

C C C ACGAACT CG CTCACGAGAAGC CAC C AGGC C AC C ACT CT C AAAAGAAAC AACACTAAC 34 57 

PTNS LTRSHQATTLKRNNTN 

TCCTCCAATTCCTCTCACCTCTCCAGAAACCAGAGCTTTGGCAGGGGAGACAACCCGCCG 3 517 

S SNS SHLSRNQSFGRGDNPP 

CCCGCCCCGCAGAGGGTGGACTCCATCCAGGTGCACAGCTCCCAGCCATCTGGCCAGGCC 3 5 7 7 

PAPQRVDSI QVHSSQPSGQA 

GTGACTGTCTCGAGGCAGCCCAGCCTCAACGCCTACAACTCACTGACAAGGTCGGGGCTG 3 63 7 

VTVSRQPSLNAYNSLTRSGL 

AAGCGTACGCCCTCGCTAAAGCCGGACGTACCCCCCAAACCATCCTTTGCTCCCCTTTCC 3 6 9 7 

KRTPSLKPDVPPKPSFAPLS 

ACATCCATGAAGCCCAATGATGCGTGTACATAAtcccagggggagggggtcaggtgtcga 3757 

TSMKPNDACT * 

accagcaggcaaggcgaggtgcccgctcagctcagcaaggttctcaactgcctcgagtac 3 817 
ccaccagaccaagaaggcctgcggc 
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Fig. 3 
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(MMU)Sema6A-l Distribution 
in Mouse Adult 
and Embryonic Tissues 



Fig. 4 
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Fig. 6 



Sequence-Alignment: SEMA6A-1 / Zvxin 

SEMA6A-1 < 6a > 
PPPAPQRVDSIQVHSSQPSGQAVTVSRQPSLNAYNSLTRSGLKRTPSLKPD-VPPKPSFAPLSTSMKPNDACT 
* * *** + * * ** + * ** +++ *+**+*+* + * 

PPPQPQRKPQVQLH-VQPQAKP-HVQPQP-VSSANTQPRGPLSQAPTPAPKFAPVAPKFTPWSKFSP 
zyxin 



Identity: 33% 
Similarity: 49% 
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Fig. 7 



SUBSTITUTE SHEET (RULE 26) 



WO 00/31252 



PCT/EP99/09215 



11/11 



Fig. 8 



From IVfemhrane to Cytoskeleton: Enabling a Connection 
(Hu and Reichardt, Neuron, Vol. 22; March 1999) 



(HSA)SEMA-6A-1 
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